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Diagnosis Procedure Approval Disapproval Withdrawal Grand Total
0026U Oncology (thyroid), DNA and mRNA of 112 genes, next-generation sequencing, fine needle aspirate of thyroid nodule, algorithmic analysis reported as a categorical result ("Positive, high probability of malignancy" or "Negative, low probability of malignancy")12 1 1 16
0037U Targeted genomic sequence analysis, solid organ neoplasm, DNA analysis of 324 genes, interrogation for sequence variants, gene copy number amplifications, gene rearrangements, microsatellite instability and tumor mutational burden8 0 26 41
0042T Cerebral perfusion analysis using computed tomography with contrast administration, including post-processing of parametric maps with determination of cerebral blood flow, cerebral blood volume, and mean transit time3 5 0 8
0047U Oncology (prostate), mRNA, gene expression profiling by real-time RT-PCR of 17 genes (12 content and 5 housekeeping), utilizing formalin-fixed paraffin-embedded tissue, algorithm reported as a risk score0 0 1 1
0101U Hereditary colon cancer disorders (eg, Lynch syndrome, PTEN hamartoma syndrome, Cowden syndrome, familial adenomatosis polyposis), genomic sequence analysis panel utilizing a combination of NGS, Sanger, MLPA, and array CGH, with mRNA analytics to resolve variants of unknown significance when indicated (15 genes [sequencing and deletion/duplication], EPCAM and GREM1 [deletion/duplication only])0 1 0 1
0134U Hereditary pan cancer (eg, hereditary breast and ovarian cancer, hereditary endometrial cancer, hereditary colorectal cancer), targeted mRNA sequence analysis panel (18 genes) (List separately in addition to code for primary procedure) (Use 0134U in conjunction with 81162, 81432, 81435)1 1 0 2
0214U Rare diseases (constitutional/heritable disorders), whole exome and mitochondrial DNA sequence analysis, including small sequence changes, deletions, duplications, short tandem repeat gene expansions, and variants in non-uniquely mappable regions, blood or saliva, identification and categorization of genetic variants, proband1 1 0 2
0239U Targeted genomic sequence analysis panel, solid organ neoplasm, cell-free DNA, analysis of 311 or more genes, interrogation for sequence variants, including substitutions, insertions, deletions, select rearrangements, and copy number variations2 4 8 42
0242U Targeted genomic sequence analysis panel, solid organ neoplasm, cell-free circulating DNA analysis of 55-74 genes, interrogation for sequence variants, gene copy number amplifications, and gene rearrangements6 11 4 30
0250U Oncology (solid organ neoplasm), targeted genomic sequence DNA analysis of 505 genes, interrogation for somatic alterations (SNVs [single nucleotide variant], small insertions and deletions, one amplification, and four translocations), microsatellite instability and tumor-mutation burden2 1 0 3
0326U Targeted genomic sequence analysis panel, solid organ neoplasm, cell-free circulating DNA analysis of 83 or more genes, interrogation for sequence variants, gene copy number amplifications, gene rearrangements, microsatellite instability and tumor mutational burden5 7 5 19
0329U Oncology (neoplasia), exome and transcriptome sequence analysis for sequence variants, gene copy number amplifications and deletions, gene rearrangements, microsatellite instability and tumor mutational burden utilizing DNA and RNA from tumor with DNA from normal blood or saliva for subtraction, report of clinically significant mutation(s) with therapy associations1 2 0 3
0334U Oncology (solid organ), targeted genomic sequence analysis, formalin-fixed paraffinembedded (FFPE) tumor tissue, DNA analysis, 84 or more genes, interrogation for sequence variants, gene copy number amplifications, gene rearrangements, microsatellite instability and tumor mutational burden1 2 0 3
22551 Arthrodesis, anterior interbody, including disc space preparation, discectomy, osteophytectomy and decompression of spinal cord and/or nerve roots; cervical below C28 4 0 16
22552 Arthrodesis, anterior interbody, including disc space preparation, discectomy, osteophytectomy and decompression of spinal cord and/or nerve roots; cervical below C2, each additional interspace (List separately in addition to code for separate procedure)20 7 5 39
22595 Arthrodesis, posterior technique, atlas-axis (C1-C2) 6 1 1 8
22600 Arthrodesis, posterior or posterolateral technique, single level; cervical below C2 segment 0 2 0 2
22612 Arthrodesis, posterior or posterolateral technique, single level; lumbar (with lateral transverse technique, when performed)5 8 2 20
22614 Arthrodesis, posterior or posterolateral technique, single level; each additional vertebral segment (List separately in addition to code for primary procedure)4 12 4 22
22856 Total disc arthroplasty (artificial disc), anterior approach, including discectomy with end plate preparation (includes osteophytectomy for nerve root or spinal cord decompression and microdissection); single interspace, cervical3 3 0 10
22858 Total disc arthroplasty (artificial disc), anterior approach, including discectomy with end plate preparation (includes osteophytectomy for nerve root or spinal cord decompression and microdissection); second level, cervical (List separately in addition to code for primary procedure)2 1 0 4
23415 Coracoacromial ligament release, with or without acromioplasty 5 8 2 23
23470 Arthroplasty, glenohumeral joint; hemiarthroplasty 0 1 0 1
23472 Arthroplasty, glenohumeral joint; total shoulder (glenoid and proximal humeral replacement (eg, total shoulder))7 5 0 16
23474 Revision of total shoulder arthroplasty, including allograft when performed; humeral and glenoid component2 1 0 3
27096 Injection procedure for sacroiliac joint, anesthetic/steroid, with image guidance (fluoroscopy or CT) including arthrography when performed845 331 78 1,443
27130 Arthroplasty, acetabular and proximal femoral prosthetic replacement (total hip arthroplasty), with or without autograft or allograft40 22 2 136
27134 Revision of total hip arthroplasty; both components, with or without autograft or allograft 3 3 1 8
27279 Arthrodesis, sacroiliac joint, percutaneous or minimally invasive (indirect visualization), with image guidance, includes obtaining bone graft when performed, and placement of transfixing device0 2 0 2
27446 Arthroplasty, knee, condyle and plateau; medial OR lateral compartment 1 3 0 5
27447 Arthroplasty, knee, condyle and plateau; medial AND lateral compartments with or without patella resurfacing (total knee arthroplasty)56 26 2 146
27487 Revision of total knee arthroplasty, with or without allograft; femoral and entire tibial component 2 1 0 5
27570 Manipulation of knee joint under general anesthesia (includes application of traction or other fixation devices)4 2 0 9



29806 Arthroscopy, shoulder, surgical; capsulorrhaphy 7 8 5 46
29825 Arthroscopy, shoulder, surgical; with lysis and resection of adhesions, with or without manipulation 2 2 0 5
29827 Arthroscopy, shoulder, surgical; with rotator cuff repair 19 10 3 67
29879 Arthroscopy, knee, surgical; abrasion arthroplasty (includes chondroplasty where necessary) or multiple drilling or microfracture5 5 1 11
29880 Arthroscopy, knee, surgical; with meniscectomy (medial AND lateral, including any meniscal shaving) including debridement/shaving of articular cartilage (chondroplasty), same or separate compartment(s), when performed8 9 4 84
29888 Arthroscopically aided anterior cruciate ligament repair/augmentation or reconstruction 10 3 3 42
29914 Arthroscopy, hip, surgical; with femoroplasty (ie, treatment of cam lesion) 2 1 1 4
62321 Injection(s), of diagnostic or therapeutic substance(s) (eg, anesthetic, antispasmodic, opioid, steroid, other solution), not including neurolytic substances, including needle or catheter placement, interlaminar epidural or subarachnoid, cervical or thoracic; with imaging guidance (ie, fluoroscopy or CT)591 479 75 1,320
62323 Injection(s), of diagnostic or therapeutic substance(s) (eg, anesthetic, antispasmodic, opioid, steroid, other solution), not including neurolytic substances, including needle or catheter placement, interlaminar epidural or subarachnoid, lumbar or sacral (caudal); with imaging guidance (ie, fluoroscopy or CT)1,049 702 112 2,313
63030 Laminotomy (hemilaminectomy), with decompression of nerve root(s), including partial facetectomy, foraminotomy and/or excision of herniated intervertebral disc; 1 interspace, lumbar5 5 3 24
63045 Laminectomy, facetectomy and foraminotomy (unilateral or bilateral with decompression of spinal cord, cauda equina and/or nerve root[s], [eg, spinal or lateral recess stenosis]), single vertebral segment; cervical1 0 0 2
63047 Laminectomy, facetectomy and foraminotomy (unilateral or bilateral with decompression of spinal cord, cauda equina and/or nerve root[s], [eg, spinal or lateral recess stenosis]), single vertebral segment; lumbar8 6 1 30
63650 Percutaneous implantation of neurostimulator electrode array, epidural 12 5 1 20
63655 Laminectomy for implantation of neurostimulator electrodes, plate/paddle, epidural 11 2 1 15
64479 Injection(s), anesthetic agent and/or steroid, transforaminal epidural, with imaging guidance (fluoroscopy or CT); cervical or thoracic, single level66 89 23 183
64483 Injection(s), anesthetic agent and/or steroid, transforaminal epidural, with imaging guidance (fluoroscopy or CT); lumbar or sacral, single level1,379 1,075 212 3,580
64490 Injection(s), diagnostic or therapeutic agent, paravertebral facet (zygapophyseal) joint (or nerves innervating that joint) with image guidance (fluoroscopy or CT), cervical or thoracic; single level614 369 72 1,269
64493 Injection(s), diagnostic or therapeutic agent, paravertebral facet (zygapophyseal) joint (or nerves innervating that joint) with image guidance (fluoroscopy or CT), lumbar or sacral; single level1,529 861 155 3,072
64510 Injection, anesthetic agent; stellate ganglion (cervical sympathetic) 3 8 6 17
64633 Destruction by neurolytic agent, paravertebral facet joint nerve(s), with imaging guidance (fluoroscopy or CT); cervical or thoracic, single facet joint237 97 24 455
64635 Destruction by neurolytic agent, paravertebral facet joint nerve(s), with imaging guidance (fluoroscopy or CT); lumbar or sacral, single facet joint664 353 87 1,316
70336 Magnetic resonance (eg, proton) imaging, temporomandibular joint(s) 31 38 1 96
70450 Computed tomography, head or brain; without contrast material 1,648 1,448 253 7,378
70480 Computed tomography, orbit, sella, or posterior fossa or outer, middle, or inner ear; without contrast material407 125 22 1,185
70486 Computed tomography, maxillofacial area; without contrast material 990 745 115 6,153
70490 Computed tomography, soft tissue neck; without contrast material 1,028 613 94 3,289
70496 Computed tomographic angiography, head, with contrast material(s), including noncontrast images, if performed, and image postprocessing523 214 27 855
70498 Computed tomographic angiography, neck, with contrast material(s), including noncontrast images, if performed, and image postprocessing472 201 17 775
70540 Magnetic resonance (eg, proton) imaging, orbit, face, and/or neck; without contrast material(s) 797 286 36 1,470
70544 Magnetic resonance angiography, head; without contrast material(s) 744 402 45 1,532
70547 Magnetic resonance angiography, neck; without contrast material(s) 252 106 9 407
70551 Magnetic resonance (eg, proton) imaging, brain (including brain stem); without contrast material 6,455 2,341 553 23,260
70554 Magnetic resonance imaging, brain, functional MRI; including test selection and administration of repetitive body part movement and/or visual stimulation, not requiring physician or psychologist administration26 21 3 50
71250 Computed tomography, thorax; without contrast material 3,798 2,039 391 19,251
71271 Computed tomography, thorax, low dose for lung cancer screening, without contrast material(s) 615 354 85 3,625
71275 Computed tomographic angiography, chest (noncoronary), with contrast material(s), including noncontrast images, if performed, and image postprocessing615 229 29 1,675
71550 Magnetic resonance (eg, proton) imaging, chest (eg, for evaluation of hilar and mediastinal lymphadenopathy); without contrast material(s)150 94 15 285
71555 Magnetic resonance angiography, chest (excluding myocardium), with or without contrast material(s) 144 56 12 217



72125 Computed tomography, cervical spine; without contrast material 488 398 46 1,125
72128 Computed tomography, thoracic spine; without contrast material 240 219 16 492
72131 Computed tomography, lumbar spine; without contrast material 586 934 90 1,859
72141 Magnetic resonance (eg, proton) imaging, spinal canal and contents, cervical; without contrast material 3,565 2,921 294 10,301
72146 Magnetic resonance (eg, proton) imaging, spinal canal and contents, thoracic; without contrast material 1,998 1,478 163 4,088
72148 Magnetic resonance (eg, proton) imaging, spinal canal and contents, lumbar; without contrast material 3,577 3,304 432 18,965
72159 Magnetic resonance angiography, spinal canal and contents, with or without contrast material(s) 0 3 1 4
72191 Computed tomographic angiography, pelvis, with contrast material(s), including noncontrast images, if performed, and image postprocessing8 9 2 23
72192 Computed tomography, pelvis; without contrast material 453 243 30 883
72196 Magnetic resonance (eg, proton) imaging, pelvis; with contrast material(s) 1,753 991 172 3,917
72198 Magnetic resonance angiography, pelvis, with or without contrast material(s) 17 12 0 29
73200 Computed tomography, upper extremity; without contrast material 321 104 15 995
73206 Computed tomographic angiography, upper extremity, with contrast material(s), including noncontrast images, if performed, and image postprocessing19 14 3 41
73220 Magnetic resonance (eg, proton) imaging, upper extremity, other than joint; without contrast material(s), followed by contrast material(s) and further sequences431 170 18 1125
73221 Magnetic resonance (eg, proton) imaging, any joint of upper extremity; without contrast material(s) 2273 1995 253 8667
73225 Magnetic resonance angiography, upper extremity, with or without contrast material(s) 3 8 0 15
73700 Computed tomography, lower extremity; without contrast material 892 286 49 1997
73706 Computed tomographic angiography, lower extremity, with contrast material(s), including noncontrast images, if performed, and image postprocessing45 33 8 111
73720 Magnetic resonance (eg, proton) imaging, lower extremity other than joint; without contrast material(s), followed by contrast material(s) and further sequences3374 2628 406 16103
73721 Magnetic resonance (eg, proton) imaging, any joint of lower extremity; without contrast material 513 577 59 1813
73725 Magnetic resonance angiography, lower extremity, with or without contrast material(s) 13 21 2 37
74150 Computed tomography, abdomen; without contrast material 1202 1050 236 4864
74174 Computed tomographic angiography, abdomen and pelvis, with contrast material(s), including noncontrast images, if performed, and image postprocessing230 142 28 692
74175 Computed tomographic angiography, abdomen, with contrast material(s), including noncontrast images, if performed, and image postprocessing71 79 11 236
74176 Computed tomography, abdomen and pelvis; without contrast material 5542 3653 462 26043
74181 Magnetic resonance (eg, proton) imaging, abdomen; without contrast material(s) 1943 948 169 4469
74185 Magnetic resonance angiography, abdomen, with or without contrast material(s) 42 36 4 86
74261 Computed tomographic (CT) colonography, diagnostic, including image postprocessing; without contrast material 11 4 1 17
74263 Computed tomographic (CT) colonography, screening, including image postprocessing 8 4 2 20
74712 Magnetic resonance (eg, proton) imaging, fetal, including placental and maternal pelvic imaging when performed; single or first gestation51 1 2 86
75557 Cardiac magnetic resonance imaging for morphology and function without contrast material; 351 82 22 677
75571 Computed tomography, heart, without contrast material, with quantitative evaluation of coronary calcium 126 370 19 593
75572 Computed tomography, heart, with contrast material, for evaluation of cardiac structure and morphology (including 3D image postprocessing, assessment of cardiac function, and evaluation of venous structures, if performed)60 43 7 181
75573 Computed tomography, heart, with contrast material, for evaluation of cardiac structure and morphology in the setting of congenital heart disease (including 3D image postprocessing, assessment of left ventricular [LV] cardiac function, right ventricular [RV] structure and function and evaluation of vascular structures, if performed)47 9 8 122
75574 Computed tomographic angiography, heart, coronary arteries and bypass grafts (when present), with contrast material, including 3D image postprocessing (including evaluation of cardiac structure and morphology, assessment of cardiac function, and evaluation of venous structures, if performed)777 364 42 2295
75635 Computed tomographic angiography, abdominal aorta and bilateral iliofemoral lower extremity runoff, with contrast material(s), including noncontrast images, if performed, and image postprocessing271 88 20 550
76380 Computed tomography, limited or localized follow-up study 3 6 0 9
76390 Magnetic resonance spectroscopy 8 6 1 15



76497 Unlisted computed tomography procedure (eg, diagnostic, interventional) 6 16 2 25
76498 Unlisted magnetic resonance procedure (eg, diagnostic, interventional) 46 22 4 75
77046 Magnetic resonance imaging, breast, without contrast material; unilateral 689 178 32 1551
77078 Computed tomography, bone mineral density study, 1 or more sites, axial skeleton (eg, hips, pelvis, spine) 74 30 12 204
77084 Magnetic resonance (eg, proton) imaging, bone marrow blood supply 9 7 2 19
78429 Myocardial imaging, positron emission tomography (PET), metabolic evaluation study (including ventricular wall motion[s] and/or ejection fraction[s], when performed), single study; with concurrently acquired computed tomography transmission scan154 105 12 318
78451 Myocardial perfusion imaging, tomographic (SPECT) (including attenuation correction, qualitative or quantitative wall motion, ejection fraction by first pass or gated technique, additional quantification, when performed); single study, at rest or stress (exercise or pharmacologic)1557 1643 235 12627
78459 Myocardial imaging, positron emission tomography (PET), metabolic evaluation study (including ventricular wall motion[s] and/or ejection fraction[s], when performed), single study;84 94 8 264
78472 Cardiac blood pool imaging, gated equilibrium; planar, single study at rest or stress (exercise and/or pharmacologic), wall motion study plus ejection fraction, with or without additional quantitative processing52 12 2 88
78608 Brain imaging, positron emission tomography (PET); metabolic evaluation 41 35 2 118
78813 Positron emission tomography (PET) imaging; whole body 445 240 19 961
78816 Positron emission tomography (PET) with concurrently acquired computed tomography (CT) for attenuation correction and anatomical localization imaging; whole body1579 913 131 4799
81162 BRCA1 (BRCA1, DNA repair associated), BRCA2 (BRCA2, DNA repair associated) (eg, hereditary breast and ovarian cancer) gene analysis; full sequence analysis and full duplication/deletion analysis (ie, detection of large gene rearrangements)286 159 110 1086
81163 BRCA1 (BRCA1, DNA repair associated), BRCA2 (BRCA2, DNA repair associated) (eg, hereditary breast and ovarian cancer) gene analysis; full sequence analysis0 10 0 15
81184 CACNA1A (calcium voltage-gated channel subunit alpha1 A) (eg, spinocerebellar ataxia) gene analysis; evaluation to detect abnormal (eg, expanded) alleles2 0 0 2
81185 CACNA1A (calcium voltage-gated channel subunit alpha1 A) (eg, spinocerebellar ataxia) gene analysis; full gene sequence7 8 0 15
81201 APC (adenomatous polyposis coli) (eg, familial adenomatosis polyposis [FAP], attenuated FAP) gene analysis; full gene sequence5 5 2 12
81209 BLM (Bloom syndrome, RecQ helicase-like) (eg, Bloom syndrome) gene analysis, 2281del6ins7 variant 0 2 0 3
81210 BRAF (B-Raf proto-oncogene, serine/threonine kinase) (eg, colon cancer, melanoma), gene analysis, V600 variant(s) 1 0 0 1
81212 BRCA1 (BRCA1, DNA repair associated), BRCA2 (BRCA2, DNA repair associated) (eg, hereditary breast and ovarian cancer) gene analysis; 185delAG, 5385insC, 6174delT variants2 4 0 7
81219 CALR (calreticulin) (eg, myeloproliferative disorders), gene analysis, common variants in exon 9 0 1 0 1
81220 CFTR (cystic fibrosis transmembrane conductance regulator) (eg, cystic fibrosis) gene analysis; common variants (eg, ACMG/ACOG guidelines)20 2 0 254
81223 CFTR (cystic fibrosis transmembrane conductance regulator) (eg, cystic fibrosis) gene analysis; full gene sequence 20 1 0 203
81228 Cytogenomic constitutional (genome-wide) microarray analysis for constitutional chromosomal abnormalities; interrogation of genomic regions for copy number variants comparative genomic hybridization [CGH] microarray analysis9 3 1 14
81229 Cytogenomic constitutional (genome-wide) microarray analysis; interrogation of genomic regions for copy number and single nucleotide polymorphism (SNP) variants for comparative genomic hybridization (CGH) microarray analysis204 125 39 861
81243 FMR1 (fragile X mental retardation 1) (eg, fragile X mental retardation) gene analysis; evaluation to detect abnormal (eg, expanded) alleles19 29 2 105
81273 KIT (v-kit Hardy-Zuckerman 4 feline sarcoma viral oncogene homolog) (eg, mastocytosis), gene analysis, D816 variant(s)0 0 1 1
81275 KRAS (Kirsten rat sarcoma viral oncogene homolog) (eg, carcinoma) gene analysis; variants in exon 2 (eg, codons 12 and 13)7 3 2 22
81292 MLH1 (mutL homolog 1, colon cancer, nonpolyposis type 2) (eg, hereditary non-polyposis colorectal cancer, Lynch syndrome) gene analysis; full sequence analysis17 10 0 33
81294 MLH1 (mutL homolog 1, colon cancer, nonpolyposis type 2) (eg, hereditary non-polyposis colorectal cancer, Lynch syndrome) gene analysis; duplication/deletion variants2 0 0 2
81321 PTEN (phosphatase and tensin homolog) (eg, Cowden syndrome, PTEN hamartoma tumor syndrome) gene analysis; full sequence analysis0 1 0 1
81329 SMN1 (survival of motor neuron 1, telomeric) (eg, spinal muscular atrophy) gene analysis; dosage/deletion analysis (eg, carrier testing), includes SMN2 (survival of motor neuron 2, centromeric) analysis, if performed1 0 0 1
81335 TPMT (thiopurine S-methyltransferase) (eg, drug metabolism) gene analysis, common variants (eg, *2, *3) 1 2 1 4
81403 Molecular pathology procedure, Level 4 (eg, analysis of single exon by DNA sequence analysis, analysis of >10 amplicons using multiplex PCR in 2 or more independent reactions, mutation scanning or duplication/deletion variants of 2-5 exons)26 11 0 59
81404 Molecular pathology procedure, Level 5 (eg, analysis of 2-5 exons by DNA sequence analysis, mutation scanning or duplication/deletion variants of 6-10 exons, or characterization of a dynamic mutation disorder/triplet repeat by Southern blot analysis)1 3 0 4
81405 Molecular pathology procedure, Level 6  Cytogenomic constitutional targeted microarray analysis of chromosome 22q13 by interrogation of genomic regions for copy number and single nucleotide polymorphism (SNP)   variants for chromosomal abnormalities (When performing cytogenomic [genome-wide] analysis for constitutional chromosomal abnormalities, see 81228, 81229, 81349)3 2 0 5
81415 Exome (eg, unexplained constitutional or heritable disorder or syndrome); sequence analysis 103 57 6 312
81416 Exome (eg, unexplained constitutional or heritable disorder or syndrome); sequence analysis, each comparator exome (eg, parents, siblings)0 3 0 3



81419 Epilepsy genomic sequence analysis panel, must include analyses for ALDH7A1, CACNA1A, CDKL5, CHD2, GABRG2, GRIN2A, KCNQ2, MECP2, PCDH19, POLG, PRRT2, SCN1A, SCN1B, SCN2A, SCN8A, SLC2A1, SLC9A6, STXBP1, SYNGAP1, TCF4, TPP1, TSC1, TSC2, and ZEB230 11 3 55
81432 Hereditary breast cancer-related disorders (eg, hereditary breast cancer, hereditary ovarian cancer, hereditary endometrial cancer); genomic sequence analysis panel, must include sequencing of at least 10 genes, always including BRCA1, BRCA2, CDH1, MLH1, MSH2, MSH6, PALB2, PTEN, STK11, and TP53271 91 29 616
81435 Hereditary colon cancer disorders (eg, Lynch syndrome, PTEN hamartoma syndrome, Cowden syndrome, familial adenomatosis polyposis); genomic sequence analysis panel, must include sequencing of at least 10 genes, including APC, BMPR1A, CDH1, MLH1, MSH2, MSH6, MUTYH, PTEN, SMAD4, and STK1137 33 5 87
81439 Inherited cardiomyopathy (eg, hypertrophic cardiomyopathy, dilated cardiomyopathy, arrhythmogenic right ventricular cardiomyopathy) genomic sequence analysis panel, must include sequencing of at least 5 cardiomyopathy-related genes (eg. DSG2, MYBPC3, MYH7, PKP2, and TTN)6 7 0 14
81443 Genetic testing for severe inherited conditions (eg, cystic fibrosis, Ashkenazi Jewish-associated disorders [eg, Bloom syndrome, Canavan disease, Fanconi anemia type C,   mucolipidosis type VI, Gaucher disease, Tay-Sachs disease], beta hemoglobinopathies, phenylketonuria, galactosemia), genomic sequence analysis panel, must include sequencing of at   least 15 genes87 10 11 617
81445 Targeted genomic sequence analysis panel, solid organ neoplasm, DNA analysis, and RNA analysis when performed, 5-50 genes (eg, ALK, BRAF, CDKN2A, EGFR, ERBB2, KIT, KRAS, NRAS, MET, PDGFRA, PDGFRB, PGR, PIK3CA, PTEN, RET), interrogation for sequence variants and copy number variants or rearrangements, if performed1 3 1 5
81448 Hereditary peripheral neuropathies panel (eg, Charcot-Marie-Tooth, spastic paraplegia), genomic sequence analysis panel, must include sequencing of at least 5 peripheral neuropathy-related genes (eg, BSCL2, GJB1, MFN2, MPZ, REEP1, SPAST, SPG11, and SPTLC1)6 1 0 7
81450 Targeted genomic sequence analysis panel, hematolymphoid neoplasm or disorder, DNA analysis, and RNA analysis when performed, 5-50 genes (eg, BRAF, CEBPA, DNMT3A, EZH2, FLT3, IDH1, IDH2, JAK2, KRAS, KIT, MLL, NRAS, NPM1, NOTCH1), interrogation for sequence variants, and copy number variants or rearrangements, or isoform expression or mRNA expression levels, if performed1 1 0 2
81455 Targeted genomic sequence analysis panel, solid organ or hematolymphoid neoplasm, DNA analysis, and RNA analysis when performed, 51 or greater genes   (eg, ALK, BRAF, CDKN2A, CEBPA, DNMT3A, EGFR, ERBB2, EZH2, FLT3, IDH1, IDH2, JAK2, KIT, KRAS, MLL, NPM1, NRAS, MET, NOTCH1, PDGFRA, PDGFRB, PGR, PIK3CA, PTEN, RET),   interrogation for sequence variants and copy number variants or rearrangements9 14 13 57
81460 Whole mitochondrial genome (eg, Leigh syndrome, mitochondrial encephalomyopathy, lactic acidosis, and stroke-like episodes [MELAS], myoclonic epilepsy with ragged-red fibers [MERFF], neuropathy, ataxia, and retinitis pigmentosa [NARP], Leber hereditary optic neuropathy [LHON]), genomic sequence, must include sequence analysis of entire mitochondrial genome with heteroplasmy detection8 6 0 16
81465 Whole mitochondrial genome large deletion analysis panel (eg, Kearns-Sayre syndrome, chronic progressive external ophthalmoplegia), including heteroplasmy detection, if performed4 10 1 18
81479 Unlisted molecular pathology procedure 52 30 6 233
81518 Oncology (breast), mRNA, gene expression profiling by real-time RT-PCR of 11 genes (7 content and 4 housekeeping), utilizing formalin-fixed paraffin-embedded tissue, algorithms reported as percentage risk for metastatic recurrence and likelihood of benefit from extended endocrine therapy3 0 5 11
81519 Oncology (breast), mRNA, gene expression profiling by real-time RT-PCR of 21 genes, utilizing formalin-fixed paraffin embedded tissue, algorithm reported as recurrence score84 27 5 202
81521 Oncology (breast), mRNA, microarray gene expression profiling of 70 content genes and 465 housekeeping genes, utilizing fresh frozen or formalin-fixed paraffin-embedded tissue, algorithm reported as index related to risk of distant metastasis2 0 9 17
81541 Oncology (prostate), mRNA gene expression profiling by real-time RT-PCR of 46 genes (31 content and 15 housekeeping), utilizing formalin-fixed paraffin embedded tissue, algorithm reported as a disease-specific mortality risk score9 1 0 14
81542 Oncology (prostate), mRNA, microarray gene expression profiling of 22 content genes, utilizing formalin-fixed paraffin-embedded tissue, algorithm reported as metastasis risk score0 0 3 9
81546 Oncology (thyroid), mRNA, gene expression analysis of 10,196 genes, utilizing fine needle aspirate, algorithm reported as a categorical result (eg,benign or suspicious)1 0 34 104
92507 Treatment of speech, language, voice, communication, and/or auditory processing disorder; individual 16234 5053 563 32697
93307 Echocardiography, transthoracic, real-time with image documentation (2D), includes M-mode recording, when performed, complete, without spectral or color Doppler echocardiography2628 2696 513 36403
93312 Echocardiography, transesophageal, real-time with image documentation (2D) (with or without M-mode recording); including probe placement, image acquisition, interpretation and report184 45 10 558
93350 Echocardiography, transthoracic, real-time with image documentation (2D), includes M-mode recording, when performed, during rest and cardiovascular stress test using treadmill, bicycle exercise and/or pharmacologically induced stress, with interpretation and report;337 401 67 1915
97116 Therapeutic procedure, 1 or more areas, each 15 minutes; gait training (includes stair climbing) 34583 12840 1451 63224
97533 Sensory integrative techniques to enhance sensory processing and promote adaptive responses to environmental demands, direct (one-on-one) patient contact, each 15 minutes10779 4556 392 20016
S8037 MAGNETIC RESONANCE CHOLANGIOPANCREATOGRAPHY 251 67 5 603
S8042 MAGNETIC RESONANCE IMAGING LOW-FIELD 0 9 1 10
S9128 SPEECH THERAPY, IN THE HOME, PER DIEM 140 49 6 220
S9129 OCCUPATIONAL THERAPY, IN THE HOME, PER DIEM 49 19 1 75
S9131 PHYSICAL THERAPY; IN THE HOME, PER DIEM 44 20 3 70


